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Running Cell Ranger

On 10x Cloud 
Friendly user interface and simple data management.

Required skill:
Understand the experimental design.

On a Linux system

Required skills:
Understand the experimental design.
Comfortable running command line in the Linux environment.
Familiar with data management systems.
Know what to do if there are server issues.
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10x 
Cloud

Quality
Assessment

Loupe 
Browser

Raw data processing from your web browser
Pipelines with user-interface friendly.

web summary QC
Overview of Data quality

Data exploration locally
Desktop tool for analysis and visualization

Tools in the data analysis flow



1. Upload your data (files)



2. Choose the correct pipeline: 
Fastq (GEX + ATAC)



3. Wait



4. You can review your results
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10x Cloud Analysis

Loupe BrowserTrailmaker Insights module

Trailmaker Pipeline module

https://www.10xgenomics.com/products/cloud-analysis
https://www.10xgenomics.com/support/software/loupe-browser/downloads


(For raw FASTQ processing)

(For exploration and visualization)



A software for scRNA-seq analysis.

Trailmaker combines both roles inside one web platform
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